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THE SPECIFIC ALLERGENS IN CRAB SCYLLA SERRATA

SONG Yi-Yin', LIN Lei?, SU Xiu-Rong*, WANG Chun-Lin*, ZHANG Chun-Dan*

(1. Key Laboratory of Applied Technology of Marine Biology, Ministry of Education, Faculty of Life Science and Biotechnology, Ningbo
University, Ningbo, 315211; 2. Affiliated Hospital of Medical School, Ningbo University, Ningbo, 315020)

Abstract To study the specific allergen in crab Scylla serrata, soluble protein from the muscle of S. serrata was ex-
tracted, and then separated by SDS-PAGE. With the positive and negative sera of anaphylactic patients, the special allergen
was identified with the Western Blot, showing that the 14.3kDa was the specific allergen. The protein of 14.3kDa was then
analyzed by gel filtration in ion exchange chromatography, and the MALDI-TOF/TOF-MS search on the Internet. The re-
sults indicate that the protein was hemocyanin subunit. Compared the peptide framents from S. serrata and the hemocyanin
subunit from Callinectes sapidus, Cancer magister, Panulirus interruptus and Carcinus aestuarii by Clustal W analysis,
the protein of allergen from S. serrata was very similar to the hemocyanin subunit. Furthermore, prosite search showed that
the peptide fragments contained casein kinase phosphorylation site and protein kinase C phosphorylation site. Both
were the important active sites involved in allergic reaction.

Key words Specific allergen of Scylla serrata, SDS-PAGE, Western Blot, Chromatography, Mass spectrometry



