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Fig.4 Amino acid sequence alignments of gelsolin from D. zhejiangensis
DEN: Dendrorhynchus zhejiangensis; SUB: Suberites domuncula; STR: Strongylocentntus
purpuratus; LUM: Lumbricus terrestris; SCH: Schistosoma mansoni; NEM: Nematostella vec-
tensis; ECH: Echinacoccus granulosus; HYD: Hydra magnipapillata Cca**
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TACCCCATCGAGCACGGTATCGTCACAAACTGGGACGATATGGAGAAGATCTGGCATCACACATTCTACAACGAG

Yy P I EH GT VT NWDDMWEEKTWHHNTFY NE
CTTCGCGTTGCCCCAGAAGAGCACCCCGTCCTCCTCTCTGAGGCTCCGCTCAACCCCAAGGLCCAACAGGGAAAAG

LRV AP EEW®NPVYV LLSEAMPLNTPKANEREHK
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TATGCTCTCCCCCACGCCATCATTCGTATTGACTTGGCTGGTCGTGACCTTACTGATTACCTCATGAAGATCTTG
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ACCGAGCGTGGTTACTCATTCACAACCACGGCCGAGAGAGAGATCGTTCGTGACATCAAGGAGAAGC TCTGCTAC
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GTCGCCCTTGATTTCGAGCAGGAGATGGCTACCGETGCTTCATCCAGCTCCCTTGAGAAGAGCTACGAACTGCCT
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GGCCTTCCAGCCCTGGTGATTAATCGTTGCCCAATGACTCTGATGCTGATTCATTTATATCACGCAAGAAATGCT
TTTCCTAAGACTTTTAACTCTGAAATACAACTCTGAGAATAGACTGTGATAACACAATCTCTGTGACATGACTCG
CCTAAMTTCTTAGCTTAACAACTTAATGTTTACGTTCTAAACGATACCTTTTCGTTTACTCTCTGAATAATGAT
CTTTTATTCAAGGCTCGGGTCGCTACTGAGGAATCTTCCCTCTAAAMAGTAACATGGTGTAGATGACAGCACTGTT
CTAAGTGTCGTCTGCAATTTCAGTTGGATTGGAATGATTTCTCTAACAAACGATACATCCTACTTGTTTTGTTGT
TCAAGGAATCCTTTCGGCAAACATGTCAGTAAATTTGGTTGTAAATGTAATTGCTAATGCAAAGATGTAAAATAA
ATTATCCTTTTTTCAAAAAAAANANAAAAAA
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Fig.5 Schematic diagram of the cDNA of D. zhejiangensis actin
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Fig.6 Amino acid sequence alignments of actin from D. zhejiangensis
DEN: Dendrorhynchus zhejiangensis; RAT: Rattus norvegicus; CAE: Caenorhabditis
elegans; PLA: Placopecten magellanicus; OCT: Octopus vulgaris; LUM: Lumbricus ter-
restris; DRO: Drosophila ananassae; SUS: Sus scrofu ATP s

gelsolin , profiling
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Fig.7 The phylogenetic tree constructed based on the amino
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CLONING AND SEQUENCE ANALYSIS OF GELSOLIN AND ACTIN OF
DENDRORHNCHUS ZHEJIANGENSIS

er, e, 1u-Rong", mm-Po~, al-Wu -, en ,
CHEN Lei', LIYe', SU Xiu-Rong', JIANG Jin-Po®, LI Tai-Wu"? LI Zhen'
ZHOU Jun', LIU Yan', XIA Chang-Ge'

(1. Faculty of Life Science and Biotechnology, Ningbo University, Ningbo, 315211;
2. Ningbo City College of Vocational Technology, Ningbo, 315100)

Abstract Gelsolin is a versatile actin binding protein, which can regulate actin filament remodeling in a

Ca’*-dependant way. In this study, the full length cDNA of gelsolin and actin gene were cloned using the cDNA library of
Dendrorhynchus zhejiangensis. The full length cDNA of gelsolin gene was 1947bp with 62bp of 5'UTR, 778bp of 3'UTR,
and 1107bp of ORF, which encodes 369 amino acids. The full length cDNA of actin gene was 1830bp with 167bp of 5'UTR,
532bp of 3'UTR, and 1131bp of ORF, which encodes 377 amino acids. The analysis of these sequences showed gelsolin
gene included three gelsolin-like (G) domains which contained binding sites of Ca®", actin, and PIP,, respectively. Actin
included binding sites of gelsolin, ATP, and profiling. The amino acids sequence of actin reached 94%—99% in similarity
when aligned with actin proteins of other species. In addition, this study built the foundation for further research on the

interaction mechanism between gelsolin and actin, and the mechanism of movement and regeneration of D. zhejiangensis.
Key words Dendrorhynchus zhejiangensis, Gelsolin, Actin, Gene cloning



