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Fig.1 Mortality curve of F. chinensis “Huanghai No.2” infected by WSSV
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Fig.2 Standard curve with fluorescence quantitative PCR
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Tab.1 WSSV loads of F. chinensis in resistant group and
susceptible group

WSSV (copies/ng DNA)

48 2.64x10° 3.13x10° 8.71x10° 5.11x10°
48 2.32x10"  1.92x10° 3.19x10° 3.27x10°
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Tab.3 Types of family in resistant group and susceptible group

[ ()] [ (%)]
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Fig.3 WSSV loads of different families in resistant group and
susceptible group
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REAL-TIME PCR ASSAY FOR QUANTIFYING WSSV LOAD IN
FENNEROPENAEUS CHINENSIS “HUANGHAI No.2”

PANG Jin-Fei® 2, KONG Jie?, MENG Xian-Hong®, LUAN Sheng?,
LUO Kun?, CAO Bao-Xiang?>, LIU Ning?

(1. College of Aqua-life Science and Technology, Shanghai Ocean University, Shanghai, 200090; 2. Key Laboratory of
Sustainable Development of Marine Fisheries, Ministry of Agriculture, Yellow Sea Fisheries Research Institute,
Chinese Academy of Fishery Sciences, Qingdao, 266071)

Abstract A total of 5557 shrimp individuals [(2.1+0.7)g] from 104 families of Fenneropenaeus chinensis “Huanghai
No.2” obtained by selective breeding were artificially infected with WSSV. 48 samples with the longest survival time were
defined as the WSSV-resistant group and 48 samples with the shortest were defined as the WSSV-susceptible group. The
average survival time of the resistant and the susceptible group was 342h and 45h, with the difference in time of 297h. The
WSSV loads in shrimp were quantified by real time PCR. The WSSV loads in the resistant and susceptible group were
(2.64x10%)—(3.13x10°%) and 23.2—1.92x10° copies/ng DNA, with the average of 8.71x10° and 3.19x10° copies/ng DNA,
respectively. WSSV loads of the resistant group was significantly higher than the susceptible group (P<0.05), which
showed higher disease resistance ability of resistant group. The death curve of the shrimp didn’t accord with the normal
distribution of quantitative trait, suggesting that the trait of WSSV resistance may be controlled by several major genes.
This study will be helpful to reveal the genetically determined mechanism of WSSV-resistance trait of F. chinensis.

Key words Fenneropenaeus chinensis; WSSV, artificial infection, Real-time PCR



