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Molecular Identification of Fish Larvae and Juveniles
Based on DNA Barcoding
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Abstract: Accurate identification of species is a prerequisite for biodiversity research.To improve
the identification accuracy of fish larvae and juveniles in the Yangtze Estuary,the method of mor-
phology and DNA barcoding were used based on mitochondrial the COI gene. The results showed
that among the 44 samples analyzed, 17 of which could be identified to the species level using
DNA barcoding, while only one to the genus level.Some species without available taxonomic keys for
morphological identification, including Chaeturichthys stigmatias, Acanthogobius ommaturus, Lo-
phiogobius ocellicauda , Rhinogobius brunneus , Luciogobius guttatus in Gobiidae,were difficult to iden-
tify by morphology but were successfully identified by using DNA barcoding.Some species with
similar morphology were hard to be distinguished, such as Mylopharyngodon piceus, Hypoph-
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thalmichthys molitrix , Parabramis peknensis in Freshwater Cyprinidae, Chelon haematocheilus ,

Chelon affinis in Mugilidae DNA barcoding based on the COI gene could provide effective identi-

fication to the species level.Collectively, DNA barcoding, together with morphological identifica-

tion, could largely increase the identification accuracy for fish larvae and juveniles.
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