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Tab. 1 The codes, origins and characteristics of Por-

phyra haitanensis

HRRE REORTS

1 NJ-1
2 NJ-2
3 YS-1
4 YS-2
1.2 DNA #3R I
20C )
0.7% 5~10 min,
5~6
DNA
CTAB DNA
GenClean ( )
DNA
1.3 ISSR 3|#peyit#s
33 ISSR , 33

G6
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Tab. 2 Sequences, annealing temperatures and the po-
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lymorphic ratios of ISSR primers
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ClE/E S/ s 2] () % 51 (%)
02 (GA),C 48 7 100
04 (AC)sTG 50 5 100
05 (AC)sTG 52 5 100
07 (ATG)q 48 4 75.0
26 (AC)sCC 52 3 66.6
61 (AG)sGT 48 8 875
63 (AG)CT 50 6 66.6
G2 (AC)sCC 50 4 75.0
G3 (AC)sGA 49 7 100
G5 (AG)GT 49 5 80.0
G6 (AG)sCT 49 8 100
90 /2012
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Fig. 1 The ISSR products of 11 primers amplified from the four strains of Porphyra haitanensis
M. DL2000 DNA Marker, 1-4. 1 4

M. DL2000 DNA Marker; 1-4. represented 4 strains of P. haitanensis shown in Tab. 1

3 ABRIREERIRRIES s
Tab. 3 Genetic distances of four strains of Porphyra 3 ‘Iﬂ'ﬁ’_\.

haitanensis
DNA
pop ID NJ-1 NJ-2 YS-1 YS-2 [12]
NJ-1 — '
DNA
NJ-2 0.6129 —
YSs-1 0.4355  0.5000 — DNA ' [13]
YS-2 0.5645 0.5000 0.3226 — DNA
DNA CTAB , )
NI-1 DNA
— NJ-2
CTAB DNA
vS-2 ISSR
K2 4 BREEREE [14]
Fig. 2 The cluster diagram of four strains of Porphyra hai- Dutcher RAPD
tanensis 3
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Genetic diversity analysis of four Zhejiang coastal Porphyra
haitanensis strains with ISSR marker
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Abstract: The genetic diversity of four morphologically different Porphyra haitanensis strains collected from Nanji
Island and Yushan Island of Zhejiang Province was analyzed with ISSR markers. In total, 11 primers were selected
out from 33 primers for diversity analysis. These primers amplified 62 bands, and 88.71% of the bands were
polymorphic. The genetic distance of the four strains of P. haitanensis ranged from 0.3226 to 0.6129. Two strains
from Nanji Island were clustered together first, with other two strains Yushan Island joined then, indicating that the

wild P. haitanensis along Zhejiang Provincial coast is rich in diversity.
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