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421 GGCGCTAACTGTTCTTCTGAATGTCCGTCTAACTGTGTCAACGACACCTGTGACCACACA
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1081 CTCTGAAGAAGCGGGCGTGTCGAAAACACTAACAGGAGCTGAGCACTTAACAAAGAGTTT
1141 GAAAGCACAAAAAAAAAA

3 Os-egfl cDNA
Fig.3 Nucleotide and deduced amino acid sequences of Os-egf1 from Onchidium struma
> ; EGF-like s 6

Blue indicates the initiation codon and stop codon; bold black indicates polyadenylation signals; shadow indicates the conserved EGF-like
domain; red indicates six typical cysteine residues
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Abstract: The complete cDNA sequence of the EGF-like gene was cloned from Onchidium struma for the first time.
cDNA of the EGF-like gene was named Os-egf1; it consisted of 1158 bp containing a 846-bp ORF that encoded a
peptide of 281 amino acids. Multiple alignment and conserved domain analysis indicated that this peptide chain
contained two conserved EGF domains and one EGF-like domain. Each domain contained at least six cysteine
residues (CX7 CX4-5 CX10-13 CXCX8 C) that can form three disulfide bonds between C1 and C3, C2 and C4,
and C5 and C6. These characteristics are consistent with the EGF protein family. However, the remaining sequences
of Os-egfl were considerably different from other members of the EGF family. Thus, we proposed that Os-egf1 is a
novel EGF-like gene. A phylogenetic tree was built using MEGAG6.0 to investigate the relationship between Os-egf1
and proteins belonging to the EGF family. The study also suggested that proteins belonging to the EGF family are

species-specific.
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