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Tab.1 Sequences and random primers used for RAPD
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P-01 GTAGCACTCC | V-01 TGACGCATGC
P-02 TCGGCACGCA || V-02 AGTCACTCCC
P-03 CTGATACGCC || V-03 CTCCCTGCAA
P-04 GTGTCTCAGG | V-04 CCCCTCACGA
P-05 CCCCGGTAAC | V-05 TCCGAGAGGG
P-06 GTGGGCTGAC || V-06 ACGCCCAGGT
P-07  GTCCATGCCA || V-07 GAAGCCAGCC
P-08  ACATCGCCCA | V-08 GGACGGCGTT
P-09 GTGGTCCGCA | V-09 TGTACCCGTC
P-10 TCCCGCCTAC | V-10 GGACCTGCTG
P-11  AACGCGTCGG || V-11 CTCGACAGAG
P-12 AAGGGCGAGT | V-12 ACCCCCCACT
P-13  GGAGTGCCTC | V-13 ACCCCCTGAA
P-14  CCAGCCGAAC | V-14 AGATCCCGCC
P-15 GGAAGCCAAC | V-15 CAGTGCCGGT
P-16  CCAAGCTGCC | V-16 ACACCCCACA
P-17 TGACCCGCCT | V-17 ACCGGCTTGT
P-18 GGCTTGGCCT | V-18 AGGTGGCGTT
P-19  GGGAAGGACA |l V-19 GGGCTGTGCAG
P-20  GACCCTAGTC | V-20 CAGCATGGTC
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Fig.1 The amplified pattern of wild (upper) and reared (below)
N. muichihioides group by primer P-08
M:DNA marker DL 2000(TaKala CO ., Ltd)

(F2) FAEMBMATEETRAN P 251H 16.5%
M 15.7%; S 4 0.954 1 0.967; Ho 5 0.113
0.104; H X 0.085 1 0.083; 1M1 D 24 0.022, Fif845R
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BEM Hol 0.121, BB HFEEP R & SRR
ot Bl R 87.5% , FREEIE ZREHERT G B
12.5%
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Tab.2 Genetic variability from the analysis of RAPD mark-
ers in the wild population and breeding stock of N.

miichthioides
Bk P(%) S Hy H D
B AEE 16,5 0.954  0.113  0.085
0.022
EEHERA 157 0.967 0.104 0.083
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Abstract

The genetic diversity between wild population and reared group of Nibea miichthioides was investigated by RAPD
analysis in present study. 35 decamer random primers screened from 40 Operon’s primer series were used to amplify RAPD
fragments using a standard RAPD protocol. Total 230 DNA loci were detected in the two groups. The results showed that :
(1) The ratio of polymorphic loci (P) and genetic similarity (S) of the wild and reared group of Nibea miichthioides were
16.5% .0.954 and 15.7% .0.967 respectively; (2) The Shannon’s information index ( H,) and Nei’s index were 0. 113,
0.085 and 0.104, 0.083 for the two groups separately; (3) The genetic distance between the groups was 0.022. Tt indi-
cated that the wild population of Nibea miichthioides had a close relationship with the reared group, and both of them

possess of low genetic variation levels.
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